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Cajal Body 0–6
0.1–2.0 µm; 
round
Coilin
Involved in snRNP and snoRNP biogenesis and 
posttranscriptional modification of newly assembled 
spliceosomal snRNAs.
Clastosome 0–3
0.2–1.2 µm; 
irregular
20S core 
catalytic 
component of 
proteasome
Contains ubiquitin conjugates, the proteolytically active 
20S core and 19S regulatory complexes of the 26S 
proteasome, and protein substrates of the proteasome.
Cleavage Body 1–4
0.2–1.0 µm; 
round
CstF 64 kDa
Contains several factors involved in 3′ cleavage of mRNAs. 
?20% contain newly synthesized RNA. Some cleavage 
bodies localize adjacent to Cajal and PML bodies.
Nuclear 
Speckle or 
Interchromatin 
Granule Cluster
25–50
0.8–1.8 µm; 
irregular
SC35,  
SF2/ASF
Contains proteins for pre-mRNA processing. Involved in 
the storage, assembly, and/or modification of pre-mRNA 
splicing factors.
Nuclear Stress 
Body 2–10
0.3–3.0 µm; 
irregular
HSF1
Induced by heat shock response. Associates with 
satellite III repeats on human chromosome 9q12 and 
other pericentromeric regions; recruits various RNA-
binding proteins.
OPT Domain 1–3
1.0–1.5 µm; 
round
PTF
Contains several transcription factors (Oct1/PTF) and 
RNA transcripts; predominant in late G1 cells. Often 
localizes close to nucleolus.
Paraspeckle 10–20
0.5 µm; 
round
p54nrb, PSP1
Contains several RNA-binding proteins and nuclear-
retained CTN-RNA.
Perinucleolar 
Compartment 1–4
0.3–1.0 µm; 
cap
hnRNPI (PTB)
Cap on surface of nucleolus; found mainly in transformed 
cells. Contains RNA pol III transcripts and several RNA-
binding proteins.
PML Body 10–30
0.3–1.0 µm; 
round
PML
Suggested to play a role in aspects of transcriptional 
regulation and/or nuclear protein sequestration.
Polycomb Body 12–16
0.3–1.0 µm;  
round/
irregular
Bmi1, Pc2
Contains silencing proteins associated with Polycomb 
repressive complex 1; associates with heterochromatin.
C
yt
o
p
la
sm
ic
 B
o
d
ie
s Aggresome 1 2.0–10.0 µm; irregular CFTR
Forms when proteasome’s degradative capacity is 
exceeded. May sequester aggregated proteins/substrates 
for lysosomal degradation via autophagy. Associated with 
microtubule organizing center; encaged by vimentin.
Processing 
Body (P Body) 0–30
0.1–1.0 µm; 
round
Ago1/2, 
GW182
Contains decapping enzymes, a 5′-to-3′ exoribonuclease, 
LSm proteins, and RNAi machinery components. Also 
involved in storage of miRNA-repressed mRNAs. 
Stress Granule 5–30
0.4–5.0 µm; 
irregular
eIF3
Formed upon stress. Contains “stalled” mRNAs, mRNA-
binding proteins, translation initiation factors, and 40S 
ribosomal subunits. mRNAs can shuttle between stress 
granules and P bodies.
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